[ Downloaded from journal-irshs.ir on 2025-10-20 ]

[ DOR: 20.1001.1.16807154.1400.22.4.1.8 ]

Iranian Society for

Horticultural Science
ol 2! SLEl pale amit

(VFo o) FFF 1 FFA ol amio ¥ ojlad YY il )l SLEL (958 5 pole aloxa

gy allie

05 on 4l bl g ol 1 g ail GBI & 9 (Js 90 53U
{rnH-psbA

Molecular Analysis of Some Mango Genotypes in Southern Iran Based on
trnH-psbA Intergenic Region

oot Sl 3 T Sgaxo el s bl 6

oS>

“ %
087° 55 g5 pol> Ghgly 30 Caslid yrwn S dad 5y )S 3blio g Ll o)l (loogee 1 Zage 5l (o 4l
Wbl e iz (b lgin (10g,) G 50,0 g Hle,S 9l Lgix il 98 Gble >yl Al GBelE Ve slases
o piged 5y 285 18 gy 2 9550 Ll IS IMH-PSDA (5050 b b5l o) 51 (S5l 5 leSes ((ien
bgr e oo iS5 Y guass .0 alol trNH-pSbA(IGS) (5 sl ,551e] 51 soliiwl LPCR g DNA #l,5eiul oyl slos
ply8 9,058 a9 gLy .asals <ol NCBI ools oL ;o Jlgv s 51 o cdsdllas 050 sla B0l5 51 G 2
alold g swiglins> Ll b ol slxil Mega s Popgene Darwin sla,l33l 6,5 b o g alis s ilo g Soi5eld Laily,
Kl> Y7 Egoze o trnH-psbA Siom 4>l o as ols las L:ou_ll}’; G ek s Bl o S
Ol )0 63k i MNP S i g S 0L RoaSh b o)z 990 sl Glaaises JIgs calid o) ol olulid
sloass wlol paxd F 15 Glise 09,5 Sl ,0 b Bols (gladgs ajms 5l Jols ol Sgais ululy g o]
asl GlaisS 5,0 dals) 5 g5 CELl g asdllas gl tINH-PSHA 5000 amb 5l oolaul a5 &8 5 aml ylg5 o Jool>
el 0092 M.o

ey S Sl (Sisels uly ) o KoS )L DNA (slaief 19,8 (S 95 el 150l glaojly

EVRVTS

o AY Glls bluaag o, .abl oo (Anacardiaceae) . \Lluai, o, 51 (Mangifera indica L.) ole ob L ol
G5l Lss 5o mwy (iiSTy S SVeb azsu )l aiind (6 e S o] ladiss el aS conl alises 43sS AP 4
Al aiils 3529 adl slaed, (g0 Slgl B (S g9 aS ouds Cely Slidlos I 50 (GYL as s g (355 00,5 i pdy
oslail i3 9 JUdss 090 o9 SVeb el aisl dgase |y adl  Sod sbrasllas a5 Lol Siw Sl 0l L (YD)
595345 n Sy o (st b ko Jlosien (Fhran (3 1 Vb Jeisi 090 S5 QLS Sy5e 58 ol 53

(V) il oo Someal Sl g lSol3 pllin 395 (b)) 50 ;500 moe Sl s b wzled oo 592
O ez g ol S,d G Al a5 aijl nl p gl el ool Glpl ol iy Jle Fee sgas o adl
Lm‘sll.u); .‘a.wﬁ.: p.b\)).wl.w u)B o9 LDJ).Q" d).w L u‘)ﬁ‘ Ja....:j.' d.u‘ ‘6QM p_mo 0w )‘ w‘ o\.\.:.w) ‘_;9).....: ‘5LA.~J—‘ L J)L.A

VEFNY il Gl ANITIF sl s g b -)
il 5 bl oSl «(55,5liS saSiiils (655055 gm 5 LS ol 05,5 Sliwl «5,5laS (58)5iSgm b)) (ol IS (sommiils oo iy —Y

ORI QS (ormb glin 9 65,9L8S pgle olRidls (539153550 5 SBLS 2ol 095
(.fahmideh@gau.ac.ir) : s 58Il o ¢ Jgims odian gitk


https://dor.isc.ac/dor/20.1001.1.16807154.1400.22.4.1.8
https://journal-irshs.ir/article-1-370-en.html

[ Downloaded from journal-irshs.ir on 2025-10-20 ]

[ DOR: 20.1001.1.16807154.1400.22.4.1.8 ]

Ohles 5 ol ps

5 Llie glgl gt aps ;0 5,5 o 18 ooliiul 5,50 ogue Glore 4 aSGT 958 Al L(OVF) w00 1S5 0l 6,8 &
b iily alise glgil 5 DgpaS dyje alaz 5l alises (gloos joT 8 auil ogen 5| (izras 09,00 55 4 525 (g5loslae lio
W o (Gliwgars aile (iblio )3 098 go odlitul (L35 g 53 55 4l SosS g oyl slwoges 5l g 3580 s
oS 5T s s0b 5 polie glyls ail ogun (pizad g oo odliiwl 5195 B pan gl g odel )0 109 &g 4 al
Sle g 2Bbos (owe 5 (azd SBlae 4 dgaome ;585 Coix ;0 Al W &S (nl 4 az g L U(T0) wiliee sl
lacosex b o3 plee (Siy alold 5l eMbl S i o oSt (S10)l5 slagBols (& g (dome sloog Sen |
5 mdlps oailojls Sl goliia glaaslyy yo coliul sl S5 5)50 lapBoly saigliyss Ly, 5 2T 4
O0) 5l oo pol 3 1) ool 5l (6 S diges

el S b g 5 o8 cnl )0 ad 00 )5 4 olS pebilansle allie Sy 50 b gl SuaS )L DNA ksl
o8 ol 3l eslizial s bl glabo s iy 51 oS, olsie 4 DNA s bl aml oSy s () +) 555 oo ooliciul DNA
Ot 5slingt Ly, e 5 noner 55 anllle sl 5 005 b5 ol psi5 5 (SrsS e b ol o o
Slsis & el ol 0iSgis clatas aml Ky a5 COI aml sile 4o 0,05 o 8 solinal 550 ilises slaaisE
5 O Naeen OLLS 3)50 ;5 a5 Jl p0 (V) Cenl oad a8 pdy 58 Gl Al 55 g oad Slerin WL 4l
Al can lS o wlal e 5 aS Wog a5 )L leie @ o laslisl sl SO @Sl g slpiion (semins o laseutils
slgaiin 5L lsie 4 (rpoB 5 rpoCL trnH-pshA imatK orbel) oewdig s o (ITS2 WITS) slawe DNA ;| Calizes
Sl olS olad oy g cnl g5b cax FO- sga> ;0 obisS amxl G tH-psbA S5 o 4l () +) sl ous
S By (Vo) oo g Kress Lawgs Yoo 0 Jlo 5o )b Gdsl (o053 42U cnl 5 )18 (ol Connd @y (62530 50085
3929 e QlalS aed (ls ;5 g Cenl 4l (p S piie (SIS (55 (A8 ple G 0 INHAPSDA (55 (0 42U
O ) ol 35 BB sl olyge i o 0)lo oS aligS cod 4 Job Jdo a4 g ails

L .ws,s slulis Mangifera indica 4555 51 1) ojlgaley, e VO slass (YY) e 5 Schnell oiwgs o
S oKe VY aS Wow, 4z opl 4 Mangifera i 5l Koo 6565 F uizmed g g0l 5l 68, 08 (55, ooyl iolej]
455 5 bapd) (arntd jolate & L, Silas (al oog weke 5l (S Glaghy (al sleamet il SRSz sl lag ]
@ olpl adl G Bols 10 9290 (S g9 olulid jshie 4 (VO) o,Ken 5 49 Sl es .09 Mangifera s
el 950 s Bols e BT S8l Y18 sy 850 |y Al GBAIE TV o Slee o cwlidcon ) slo Shy oS
loly Gladss o 39 (w2 3)90 Somez )3 Vb 55 3929 5l (S (il 5 (Siledree sl Sy
Sl 4l QB 1F o ol (Jbe jo ol 05 gamail alizs 09,5 F o |y laplSalis ¢ b3yl 0550 o S5
leaiges 3l g0l olaws S8y (Suoj saumoylid cpl a5 aid )3 )18 09,5 SO j0 B e,0 5 b, sl 5l eads
gho 5l e oyse sl @lise GBOIE YA )y b (F) Gl odle 05 (B0 5 Glo)S slagliel 4l
Soslenz sskiiaes o5 5,8 I TOCH o5 Sl I 51 oolisial b ofag, 5 e el 5 ol ie eilrsin sloglio 4
W9 (6 il Az g5 Sz Gl i o0l el Slas)lo po e St Al slapdl )5

ST 5o 5l plal o (Carpinus) 5yee iz (Sesld Llsy e st 4 (V) oSen 5 gupn @YUl
trnH- psbA & e ITS 55T og SIS 51 Sl bass g 95s,5 eolasal (trNH- psbA) cewdlg,lS 5 ATS) slaes
ol Jlots bl ols  SeogiguST oSyl (A) ) Kad 5 ;IS 00l 51 i oyt slodist olulids o S5 o
0,5 Az gemme 4o ol aiols J1E w00 tINH-PSDA 55 oy b 9 PSA  JgSdg0 (slo ,S5lis 5l eolitul L 1,
SengiguSh ol olulid sl gy g olel (cig, Glgie 4 « oS LDNA 48 ;o ailgs oo PSDA 5 trnH-psbA a5
S 1R Ol Reagh 4z g 990 Ol pl Jled slabogl ol

5 3)ly Gliwgaie 5 (LSl (slo)9iS 5l Wed oo HIS 9 SuAST 908 )3 0)g el oS 4l (slag) flivs &Sl 4 az g L
axly ab s wila plie ol o> aF GlapBals alf wibad o Kl Sslite slapl 4 calize 3blis

U”‘ )‘ ugLD...A 6‘4.69.0.7:@ ..\.Jj.' s.A.ClJ 0‘)—‘ @Lmﬁ‘o\))f ‘U—‘ 2 05)3‘ RO IPVES T lS.m.n |) LQQT YA SREFLY MLGA

o


https://dor.isc.ac/dor/20.1001.1.16807154.1400.22.4.1.8
https://journal-irshs.ir/article-1-370-en.html

[ Downloaded from journal-irshs.ir on 2025-10-20 ]

[ DOR: 20.1001.1.16807154.1400.22.4.1.8 ]

e ] Slo 5ol Sy S50 59U

9 )5.“5 4..4‘ 6L®ulfd‘f O é...u) 9 ‘SAJBLAAH? Ja."j) R Aoy O as l}u] )‘ (\()) Sl o0l )5.«...5 ) Lbcba.o.n
Bas ool ply ol 48,55 & g0 ‘S;L.\.;_? LB ccwlio Gi......) sl Slas 5l eolaiwl b L{bQT uS.:o}.; Q‘}-.t-“ S e
4>l olulpy lpBols ganaiws 5 calid (sl (o) 2 950 4l Gla Bl sy alold o pol> gy
o2 oblS S5 Ly K0S b sl aslie g asl slag ol Sitseld Co 0wy Cpuioxen dMH-PSOA 5 o0
acgoze (nl Fowlo Cupae lp ol 5l Gle 9 95,5 039331 55 (35 cnl 5l oszse IS 5 @b cnl 516 o eolgls

9,5 oolaiul

Loigy g 319

490 (5y9] go2r

ot Slaions 35,0 olorgie logbin et e 3blie ) (1 Jpim) el Giise l5Sl5 ¥ ol fingsy s
2 &ly G S50 «Sob e sliwg)) Cdpz g oLyl doblpde jd 55 50) ob] e (pleSee glivg, (lrsie
Sl g gladlate Wil 5l G et QLS (pu) Sz (B pliul o &ly lag; bt g leyS Ll
AU el e D sy S0 58 380 e 9 C8F O g0 SLES a9 (G ool ok 4 LSy
Gaa VB Y oS (Gl sd, slacs) ol 6ok 5l 5l Sl 45 6yl Wigas b args DNA 5l gl
1S e g 00l 00y oald olojauT &l lawgl Sy dged dw Bolar job 4 C g0 ol ol pll iy jee
Yok Cdlae g LS e ay b ools 3 (gl paiges F )b g Jome ) pl ol locaa p Jlaos laadid
2 o latiges (o tale)] sl e bl olKtils s,lid o oaSmgly oliioles] b (s loy diges sl Joxe
i Jitie ol8iglel 4y g oads ools 418 55k (55l o35 sloaax

aalllas 390 4l slagBols sla Sy -V Jsua
Table 1. Characteristics of studied mango genotypes.
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arsi S5 Location above . . Average Average daily
Genotype  hame Svmbol f Latitude  Longitude infall
number ymbo ) sea (North)  (Eastern) rainfa temperature
thearea  level (ml) ©
(m)
1 IES Helov by 685 28° 40' 57° 44' 190 25-26
2 R Nargil by 685 28° 40' 57° 44' 190 25-26
1
3 J ' Am Ly 685 28° 40’ 57° 44' 190 25-26
St
4 Sy Kn by 685 28° 40' 57° 44' 190 25-26
5 ol Khh s 1320 28° 20' 58° 25' 230 25-24
6 Szl Shahanil = eies 1320 28° 20' 58° 25' 230 25-24
7 Skls2  Shahani2 i 1320 28°20"  58°25' 230 25-24
8 oS Kiloo obl e 640 27°34' 58° 25' 180 27
9 oS o Mk obl e 640 27°34' 58° 36' 180 27
10 el Anonym ol e 640 '34°27 '36° 58 180 27
11 Sl Nabatil Olrse 340 '24° 27  '30° 57 180 26
12 S2 Nabati2 Olge 340 '24° 27  '30° 57 180 26
13 slssy  Podney Olrge 340 '24° 27  '30° 57 180 26
14 b Arbabi Olrse 340 '24° 27  '30° 57 180 26
15 5890 Dogholo ;=g 340 '24° 27  '30° 57 180 26
16 bl Anonyml  ;Ses 460 '19° 27  '17°57 170 27-26
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18 k32 Khiyar2 HleSeo 460 '19° 27 '17°57 170 27-26
19 Ll Khiyarl okSas 460 '19° 27 '17° 57 170 27-26
20 SHe2  Mikhaki2 s, 195 '27° 27 '11°57 250 28-27
21 Sl Mikhakil s, 195 '27° 27 '11°57 250 28-27
22 Sl Charak Olog, 195 '27° 27 '11°57 250 28-27
23 ey Kharvst olog, 195 '27° 27 '11°57 250 28-27
24 S Zapak RIY 195 '27° 27 '11°57 250 28-27
25 o=l Majlesil = L6 500 '38° 27 '25° 57 250 26
26 o2 Majlesi2 L6 500 '38° 27 '25° 57 250 26
27 S Zarak <Lyl 500 '38° 27 '25° 57 250 26
28 J5 adl Gol Sl 650 '52° 27 '40° 57 160 27
29 o> Khb Ssh 650 '52° 27 '40° 57 160 27
30 plin 2 Anonym2 Sl 650 '52° 27 '40° 57 160 27
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Table 2. The primer sequence of tranH-psbA gene.
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Primer name Primer sequence Reference

psbA3_f GTTATGCATGAACGTAATGCTC Sang et al., 1997
trnHf_05 CGCGCATGGTGGATTCACAATCC Tate and Simpson, 2003
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Fig. 1. The graph of sequencing results of tranH-psbA gene in Helov cultivar.
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Table 3. Sequencing results of genotypes after sequencing in the NCBI database.

o Lot o Lo

olElss ‘Sw)Lé_ e Golasl cadle S .”M o5 w)té. e solasl cadle w)lw.a)w
Farsi Accession Farsi Accession
Genotype  yme Symbol number Genotype  pame Symbol number
number number
1 olo Helov LC416716 16 1 el Anonym1 LC416731
2 A5 Nargil LC416717 17 M =l Haji LC416732
3 sy JU Am LC416718 18 2 L5 Khiyar2 LC416733
4 S Kn LC416719 19 1,5 Khiyarl LC416734
5 ol Khh LC416720 20 2 Soue Mikhaki2 LC416735
6 1 Sl Shahanil LC416721 21 1 S Mikhakil LC416736
7 2 Slels Shahani2 LC416722 22 Sl Charak LC416737
8 oS Kiloo LC416723 23 a5 Kharvst LC416738
9 oS e Mk LC416724 24 Sl Zapak LC416739
10 el Anonym LC416725 25 1 o= Majlesil LC416740
11 156 Nabatil LC416726 26 2 d=e  Majlesi2 LC416741
12 2 S Nabati2 LC416727 27 Sy Zarak LC416742
13 slasg Podney LC416728 28 &5 adl Gol LC416743
14 <L) Arbabi LC416729 29 ol Khb LC416744
15 N Dogholo LC416730 30 2 by Anonym?2 LC416745
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Table 4. Nucleotide replacement as a transition and transversion.

A T/U C G
A - 16.01 5.62 3.46
T/U 12.05 - 1.90 8.47
C 12.05 5.40 - 8.47
G 4.92 16.01 5.62 -
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Table 5. The ratio of different nucleotides to total nucleotides based on the trnH-psbA region.
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Genotype Farsi ;g;:glww T(V) C A G Total
Number Name

1 ol Helov 37.2 13.8 28.5 20.6 355.0
2 2550 Nargil 37.4 13.2 28.7 20.8 356.0
3 St JI Am 375 13.7 28.6 20.2 357.0
4 e Kn 37.4 13.8 28.7 20.2 356.0
5 ol> Khh 37.4 13.8 28.7 20.2 356.0
6 1 Slels Shahanil 37.3 12.9 28.9 21.0 357.0
7 2 Slals Shahani2 37.6 13.2 28.4 20.8 356.0
8 oS Kiloo 37.4 13.5 28.4 20.8 356.0
9 S e Mk 37.6 14.0 28.1 20.2 356.0
10 ples Anonym 37.3 13.7 28.6 20.4 357.0
11 1L Nabatil 37.7 13.5 28.5 20.3 355.0
12 2 Sl Nabati2 37.4 13.8 28.4 20.5 356.0
13 slusg Podney 37.4 135 28.9 20.2 356.0
14 &by Arbabi 37.4 135 28.9 20.2 356.0
15 PIEP Dogholo 37.7 13.8 28.5 20.0 355.0
16 1l Anonyml 37.5 135 28.7 20.3 355.0
17 ok =l Haji 38.4 13.6 28.0 20.1 354.0
18 2 s Khiyar2 37.5 135 28.7 20.3 355.0
19 1, Khiyarl 37.1 135 28.9 20.5 356.0
20 2 S Mikhaki2 37.4 13.8 28.4 20.5 356.0
21 1 S Mikhakil 37.3 134 28.3 21.0 357.0
22 Sl Charak 38.9 135 26.8 20.8 355.0
23 Cowg, > Kharvst 37.8 13.4 28.9 19.9 357.0
24 Sl Zapak 37.7 135 28.5 20.3 355.0
25 1 dxe Majlesil 37.5 13.5 28.7 20.3 355.0
26 2 o Majlesi2 38.2 13.2 28.7 19.9 356.0
27 S Zarak 39.2 13.6 27.6 19.6 352.0
28 &Il Gol 37.4 13.5 28.9 20.2 356.0
29 o> Khb 37.4 13.1 29.1 20.4 358.0
30 2 sl Anonym2 37.9 13.3 28.8 20.1 354.0
ool 37.6 135 28.5 20.4 355.7
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Fig. 2. The phylogenetic tree of studied mango genotypes based on the results of sequencing of trnH-psbA

region by NJ method.
NJ s, 4 trNH-pSDA b JIg5 e gloazms ool dalllas 3,50 4l sla 5ol Saijsld oo j0 - S

for


https://dor.isc.ac/dor/20.1001.1.16807154.1400.22.4.1.8
https://journal-irshs.ir/article-1-370-en.html

[ Downloaded from journal-irshs.ir on 2025-10-20 ]

[ DOR: 20.1001.1.16807154.1400.22.4.1.8 ]

Table 6. Genetic distance of studied mango genotypes.
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2 3 4 5 6 7 8 9 10 11 12 13 14 15
Number
1 .0000
2 .0147 .0000
3 .0088 .0058 .0000
4 .0058 .0088 .0029 .0000
5 .0058 .0088 .0029 .0000 .0000
6 .0118 .0147 .0147 .0147 .0147 .0000
7 .0117 .0058 .0058 .0058 .0058 .0088 .0000
8 .0088 .0177 .0117 .0088 .0088 .0147 .0147 .0000
9 .0117 .0117 .0058 .0058 .0058 .0147 .0058 .0147 .0000
10 .0058 .0088 .0029 .0000 .0000 .0147 .0058 .0088 .0058 .0000
11 .0088 .0088 .0029 .0029 .0029 .0117 .0029 .0117 .0029 .0029 .0000
12 .0088 .0117 .0117 .0147 .0147 .0118 .0117 .0118 .0177 .0147 .0147 .0000
13 .0058 .0088 .0029 .0000 .0000 .0147 .0058 .0088 .0058 .0000 .0029 .0147 .0000
14 .0058 .0088 .0029 .0000 .0000 .0147 .0058 .0088 .0058 .0000 .0029 .0147 .0000 .0000
15 .0088 .0117 .0058 .0029 .0029 0177 .0088 .0117 .0088 .0029 .0058 .0177 .0029 .0029 .0000
16 .0029 .0177 .0117 .0088 .0088 .0147 .0147 .0059 .0147 .0088 .0117 .0058 .0088 .0088 .0117
17 .0267 .0298 .0237 .0207 .0207 .0359 .0267 .0298 .0267 .0207 .0237 .0359 .0207 .0207 .0177
18 .0058 .0088 .0029 .0000 .0000 .0147 .0058 .0088 .0058 .0000 .0029 .0147 .0000 .0000 .0029
19 .0058 .0117 .0058 .0029 .0029 .0147 .0088 .0058 .0088 .0029 .0058 .0147 .0029 .0029 .0058
20 .0058 .0088 .0029 .0000 .0000 .0147 .0058 .0088 .0058 .0000 .0029 .0147 .0000 .0000 .0029
21 .0088 .0147 .0088 .0088 .0088 .0088 .0088 .0058 .0088 .0088 .0058 .0147 .0088 .0088 .0117
22 .0485 0579 .0515 .0484 .0484 .0546 .0547 .0391 .0547 .0484 .0515 .0517 .0484 .0484 .0515
23 .0088 .0117 .0058 .0029 .0029 0177 .0088 .0117 .0088 .0029 .0058 .0177 .0029 .0029 .0000
24 .0058 .0088 .0029 .0000 .0000 .0147 .0058 .0088 .0058 .0000 .0029 .0147 .0000 .0000 .0029
25 .0088 .0088 .0029 .0029 .0029 .0117 .0029 .0117 .0029 .0029 .0000 .0147 .0029 .0029 .0058
26 .0207 .0237 .0177 .0147 .0147 .0297 .0206 .0237 .0206 .0147 .0177 .0297 .0147 .0147 .0117
27 .0358 .0388 .0327 .0297 .0297 .0450 .0358 .0327 .0358 .0297 .0327 .0388 .0297 .0297 .0267
28 .0058 .0088 .0029 .0000 .0000 .0147 .0058 .0088 .0058 .0000 .0029 .0147 .0000 .0000 .0029
29 .0058 .0088 .0029 .0000 .0000 .0147 .0058 .0088 .0058 .0000 .0029 .0147 .0000 .0000 .0029
30 .0207 .0237 .0177 .0147 .0147 .0297 .0206 .0237 .0206 .0147 .0177 .0297 .0147 .0147 .0117

The numbers are based on the order of genotypes in Table 1
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Table 6. Continued.
soted 16 17 18 19 20 21 22 23 24 25 26 27 28 29 30
Numbe
16 .0000
17 .0298 .0000
18 .0088 .0207 .0000
19 .0088 .0237 .0029 .0000
20 .0088 .0207 .0000 .0029 .0000
21 .0117 .0297 .0088 .0058 .0088 .0000
22 .0454 0517 .0484 .0453 .0484 .0452 .0000
23 .0117 .0177 .0029 .0058 .0029 .0117 .0515 .0000
24 .0088 .0207 .0000 .0029 .0000 .0088 .0484 .0029 .0000
25 .0117 .0237 .0029 .0058 .0029 .0058 .0515 .0058 .0029 .0000
26 0237 .0237 .0147 0177 .0147 .0236 .0515 .0117 .0147 0177 .0000
27 .0327 .0389 .0297 .0327 .0297 .0388 .0484 0267 .0297 .0327 .0147 .0000
28 .0088 .0207 .0000 .0029 .0000 .0088 .0484 .0029 .0000 .0029 .0147 .0297 .0000
29 .0088 .0207 .0000 .0029 .0000 .0088 .0484 .0029 .0000 .0029 .0147 .0297 .0000 .0000
30 .0237 .0237 .0147 0177 .0147 .0236 .0579 .0117 .0147 0177 .0117 .0267 .0147 .0147 .0000

The numbers are based on the order of genotypes in Table 1
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Figure 3. The phylogenetic tree of studied mango genotypes compared to the other plant species in Anacardiaceae family based on the results of sequencing of

trnH-psbA region.
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Molecular Analysis of Some Mango Genotypes in Southern lIran Based on
trnhH-psbA Intergenic Region

A. Shirzaie, M. Solouki and L. Fahmideh*!

Mango is one of the most important fruits in Asia and the tropical and subtropical regions of
the world. In this study, the intraspecific genetic variation of 30 mango genotypes (Mangifera
indica L.) from some regions (Roudan, Manoojan, Faryab, Jiroft, Anbarabad, Hishin, Dehkahan
and Boluk) in two southern provinces of Kerman and Hormozgan was investigated by evaluating
the trnH-psbA intergenic region. After sampling the young leaves, DNA extraction was done by
using dellaporta method and PCR was conducted using trnH-psbA (IGS) primers. Proliferated
products of each genotype were recorded in the NCBI database after sequencing. Analysis and
drawing phylogenic relationships dendrogram and sequence similarity matrix was done by using
Darwin, Popgene and Mega softwares to determine genetic relationships and genetic distances
between genotypes. Sequence analysis showed that in the trnH-psbA intergenic region, 361
positions were identified. Studying the sequence homology of all mango samples represented a
common sequence of 116 base pairs among them. Based on the dendrogram resulted from cluster
analysis, all genotypes classified in 4 groups. Based on the results, it can be concluded that the
use of the trnH-psbA intergenic region was useful for studying and identifying the diversity and
interrelationships of mango genotypes.

Keywords: Mango, Intraspecific genetic variation, DNA barcoding, Phylogenetic relationships,
Chloroplast markers.
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